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ENTERED 



3 <110> APPLICANT: Aoyagi, Katsumi 

4 Ohue, Chiharu 

5 Iida, Kumiko 

6 Yagi, Shintaro 

8 <120> TITLE OF INVENTION: METHOD FOR MEASUREMENT OF HEPATITIS C VIRUS 
10 <130> FILE REFERENCE: 594.352USWO 

12 <140> CURRENT APPLICATION NUMBER: US 09/509, 449C 

13 <141> CURRENT FILING DATE: 2000-03-28 

15 <150> PRIOR APPLICATION NUMBER: JP 10-216094 

16 <151> PRIOR FILING DATE: 1998-07-30 

18 <150> PRIOR APPLICATION NUMBER: PCT/ JP99/04 12 9 

19 <151> PRIOR FILING DATE: 1999-07-30 ' 
21 <160> NUMBER OF SEQ ID NOS : 11 

23 <170> SOFTWARE: Patent In version 3.1 

25 <210> SEQ ID NO: 1 

26 <211> LENGTH: 177 

27 <212> TYPE: PRT 

28 <213> ORGANISM: Hepatitis C virus 
30 <400> SEQUENCE: 1 

32 Met Lys Ala lie Phe Val Leu Lys Gly Ser Leu Asp Arg Asp Pro Glu 

33 1 5 10 15 

36 Phe Met Gly Thr Asn Pro Lys Pro Gin Arg Lys Thr Lys Arg Asn Thr 

37 20 25 30 

40 Asn Arg Arg Pro Gin Asp Val Lys Phe Pro Gly Gly Gly Gin lie Val 

41 35 40 45 

4 4 Gly Gly Val Tyr Leu Leu Pro Arg Arg Gly Pro Arg Leu Gly Val Arg 
45 50 55 60 

4 8 Ala Thr Arg Lys Thr Ser Lys Arg Ser Gin Pro Arg Gly Gly Arg Arg 
49 65 70 75 80 

52 Pro lie Pro Lys Asp Arg Arg Ser Thr Gly Lys Ser Trp Gly Lys Pro 

53 85 90 95 

56 Gly Tyr Pro Trp Pro Leu Tyr Gly Asn Glu Gly Leu Gly Trp Ala Gly 

57 100 105 110 

60 Trp Leu Leu Ser Pro Arg Gly Ser Arg Pro Ser Trp Gly Pro Thr Asp 

61 115 120 125 

64 Pro Arg His Arg Ser Arg Asn Val Gly Lys Val lie Asp Thr Leu Thr 

65 130 135 140 

68 Cys Gly Phe Ala Asp Leu Met Gly Tyr He Phe Arg Val Gly Ala Phe 

69 145 150 155 160 

72 Leu Gly Gly Ala Ala Arg Ala Leu Ala His Gly Val Arg Val Leu Glu 

73 165 170 ' 175 
7 6 Asp 

80 <210> SEQ ID NO: 2 

81 <211> LENGTH: 160 

82 <212> TYPE: PRT 

83 <213> ORGANISM: Hepatitis C virus 
85 <400> SEQUENCE: 2 
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87 Met Gly Thr Asn Pro Lys Pro Gin Arg Lys Thr Lys Arg Asn Thr Asn 
91 Arg Arg Pro Gin Asp Val Lys Phe Pro Gly Gly Gly Gln Ile £ Qly 
95 Gly Val Tyr Leu Leu Pro Arg Arg Gly Pro Arg Leu Gly Val Arg Ala 
lOO 1 ^ I? ^ L ^ S ^ S - ^In P« Arg Gly Gly Arg Arg Pro 

103 lie Pro Lys Asp Arg Arg Ser Thr Gly Lys Ser Trp Gly Lys Pro Gly 
107 Tyr Pro Tr P Pro Leu Tyr Gly Asn Glu Gly H Gly Trp Ala Gly ?° p 
111 Leu Leu Ser Pro Arg Gly Ser Arg Pro ler Trp Gly Pro Thr lap Pro 
115 Arg His Arg Ser Arg Asn Val Gly Lyf Val He Asp Thr L'u Thr Cys 
119 Gly Phe Ala Asp Leu Met Gly Tyr He Phe Arg Val GlJ Ala Phe Leu 

123 Gly Gly Ala Ala Arg Ma Leu Ala His Gly Val Arg Val Leu Glu Asp 

150 155 



127 <210> SEQ ID NO: 3 160 

128 <211> LENGTH: 20 

129 <212> TYPE: PRT 

]io ^of 0RGANISM; Artificial Sequence 

132 <220> FEATURE: 

133 <223> OTHER INFORMATION : Fused nol™nH^ ■ , ^ • 

135 <400> SEQUENCE : 3 Polypeptide including- Hepatitis C virus sequence 

137 Asp Val Lys Phe Pro Gly Gly .Gly Gin lie Val Gly Gly Val Tyr Leu 

141 Leu Pro Arg Arg 10 15 

142 20 

145 <210> SEQ ID NO: 4 

146 <211> LENGTH : 10 

147 <212> TYPE: PRT 

]t 8 n ° RGANISM: Artificial Sequence 

150 <220> FEATURE: 

151 <223> OTHER INFORMATION: Fused nolvnpnHH. • i ^> 

153 <400> SEQUENCE: 4 Polypeptide including Hepatitis C virus sequence. 

155 Gly Pro Arg Leu Gly Val Arg Ala Thr Arg 

159 <210> SEQ ID NO: 5 10 

160 <211> LENGTH: 21 

161 <212> TYPE: PRT 

in t\i r~ 

"? Zlli l^Ur—' ^ P-yPeptide rndudio, „ e p itltis c virus ,. qlMnce . 
Fro Arg Gly Ser Arg Pro Ser Trp Gly Pro Thr Asp Pro Arg His Arg 



169 
170 



!0 15 
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173 Ser Arg Asn Val Glv 

174 20 

177 <210> SEQ ID NO: 6 

178 <211> LENGTH: 20 

179 <212> TYPE: PRT 

III <llll °f ANISM: artificial Sequence 
182 <220> FEATURE: 

187 Asp Pro Arg al . , rg s „ fltg flsn yal My ^ v ^ na flsp T ^ ^ 

191 Thr Cys Gly Phe 10 15 

"2 20 

195 <210> SEQ ID NO: 7 

196 <211> LENGTH: 24 

197 <212> TYPE: DNA 

198 <213> ORGANISM: Artificial Sequence 

200 <220> FEATURE: sequence 

201 <223> OTHER INFORMATION : Primer for ™i™ u . 

203 <4 00> SEQUENCE: 7 ° r Polymerase chain reaction. 

204 gaattcatgg gcacgaatcc taaa 

207 <210> SEQ ID NO: 8 24 

208 <211> LENGTH: 21 

209 <212> TYPE: DNA 

2??° till ° RGANISM: Artificial Sequence 

212 <220> FEATURE: 

213 <223> OTHER INFORMATION: Primer for u . 

215 <400> SEQUENCE: 8 " f ° r P°lJ™erase chain reaction. 

216 ttagt-cctcc agaacccgga c 

219 <210> SEQ ID NO: 9 21 

220 <211> LENGTH: 16 

221 <212> TYPE: PRT 

222 <213> ORGANISM: Artificial Sequence 
224 <220> FEATURE: sequence 

227 till sISnS'T™^ POtti0 " ° f "•>>■"«■ - *™ 

229 Thr fls „ fl r, Srg Pto Gln Asp Val Lys phe ^ ^ ^ ^ ^ ^ 

233 <210> SEQ ID NO: 10 " 10 15 

234 <211> LENGTH: 1197 

235 <212> TYPE: DNA 

lit lllll S ANISM: Artificial Sequence 

<220> FEATURE: 

239 <223> OTHER INFORMATION • Nucl^nHH. M 

241 <220> FEATURE : Nucleotide sequence coding for chimeric antigen. 

242 <221> NAME /KEY : CDS 

243 <222> LOCATION: (1) . . (1188) ' 
24 4 <223> OTHER INFORMATION: 
247 <400> SEQUENCE: 10 
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248 


gaa 


ttc 


acc 


aaa 


gtg 


ccg 


gtt 


get 


tat 


gcg 


gee 


aaa 


ggt 


tat 


aag 


gtc 


48 


249 


Glu 


Phe 


Thr 


Lys 


Val 


Pro 


Val 


Ala 


Tyr 


Ala 


Ala 


Lys 


Gly 


Tyr 


Lys 


Val 




250 


1 








5 










10 










15 






252 


ctg 


gtt 


ctg 


gac 


ccg 


age 


gtt 


gee 


age 


acc 


ctg 


ggt 


ttc 


ggc 


gcg 


tat 


96 


253 


Leu 


Val 


Leu 


Asp 


Pro 


Ser 


Val 


Ala 


Ser 


Thr 


Leu 


Gly 


Phe 


Gly 


Ala 


Tyr 




254 








20 










25 










30 








256 


ctg 


age 


aag 


gee 


cat 


ggt 


gtg 


aac 


ccg 


aac 


ate 


cgc 


acg 


ggc 


ate 


cgt 


144 


257 


Leu 


Ser 


Lys 


Ala 


His 


Gly 


Val 


Asn 


Pro 


Asn 


He 


Arg 


Thr 


Gly 


He 


Arg 




258 






35 










40 










45 










260 


acc 


gtt 


acc 


acc 


ggt 


get 


ccg 


gtg 


acc 


tat 


tec 


acc 


tac 


ggt 


aaa 


tac 


192 


261 


Thr 


Val 


Thr 


Thr 


Gly 


Ala 


Pro 


Val 


Thr 


Tyr 


Ser 


Thr 


Tyr 


Gly 


Lys 


Tyr 




262 




50 










55 










60 












264 


ctg 


gcg 


gac 




ggt 


tgc 


gee 


ggc 


ggt 


gcg 


tac 


gat 


gtg 


ate 


gga 


tct 


240 


265 


Leu 


Ala 


Asp 


Gly 


Gly 


Cys 


Ala 


Gly 


Gly 


Ala 


Tyr 


Asp 


Val 


He 


Gly 


Ser 




266 


65 










70 










75 










80 




268 


gga 


gag 




gtg 


gee 


ctg 


tct 


aac 


act 


gga 


gag 


gtc 


ccc 


ttc 


tat 


ggc 


288 


269 


Gly Glu 


Glu 


Val 


Ala 


Leu 


Ser 


Asn 


Thr 


Gly 


Glu 


Val 


Pro 


Phe 


Tyr 


Gly 




270 










85 










90 










95 






272 


cgc 


gcg 


ate 


ccg 


ate 


gaa 


gcg 


ate 


aaa 


ggc 


ggt 


cgc 


cat 


ctg 


gtt 


ttc 


336 


273 


Arg Ala 


He 


Pro 


He 


Glu 


Ala 


He 


Lys 


Gly 


Gly 


Arg 


His 


Leu 


Val 


Phe 




274 








100 










105 










110 








276 


tgc 


cat 


age 


aag 


9 a 9 


aaa 


tgc 


gat 


gaa 


ctg 


gcg 


age 


gcg 


ctg 


tec 


gga 


384 


277 




His 


Ser 


Lys 


Glu 


Lys 


Cys 


Asp 


Glu 


Leu 


Ala 


Ser 


Ala 


Leu 


Ser 


Gly 




278 






115 










120 










125 










280 


ttg 


ggt 


ctg 


aac 


get 


gtg 


gca 


ttc 


tat 


cgc 


ggt 


ctg 


gac 


gtg 


age 


att 


432 


281 


Leu 


Gly 


Leu 


Asn 


Ala 


Val 


Ala 


Phe 


Tyr 


Arg 


Gly 


Leu 


Asp 


Val 


Ser 


He 




282 




130 










135 










140 












284 


ate 


ccg 


acc 


cag 


ggc 


gat 


gtg 


gtt 


ate 


gtt 


age 


acc 


gat 


gcg 


ctg 


atg 


480 


285 


He 


Pro 


Thr 


Gin 


Gly 


Asp 


Val 


Val 


He 


Val 


Ser 


Thr 


Asp 


Ala 


Leu 


Met 




286 


145 










150 










155 










160 




288 


acc 


ggt 


ttt 


acc 


ggc 


gat 


ttt 


gac 


tea 


gtg 


gtc 


gac 


tgt 


aac 


aca 


tgc 


528 


289 


Thr 


Gly 


Phe 


Thr 


Gly 


Asp 


Phe 


Asp 


Ser 


Val 


Val 


Asp 


Cys 


Asn 


Thr 


Cys 




290 










165 










170 










175 






292 


ate 


acc 


cag 


gga 


tct 


gga 


ctg 


gta 


age 


ttc 


gcg 


age 


cat 


gtg 


ccg 


tac 


576 


293 


He 


Thr 


*Gln 


Gly 


Ser 


Gly 


Leu 


Val 


Ser 


Phe 


Ala 


Ser 


His 


Val 


Pro 


Tyr 




294 








180 










185 










190 








296 


ate 


gag 


cag 


ggt 


atg 


caa 


ctg 


age 


gaa 


caa 


ttt 


aag 


cag 


aag 


age 


ctg 


624 


297 


He 


Glu 


Gin 


Gly 


Met 


Gin 


Leu 


Ser 


Glu 


Gin 


Phe 


Lys 


Gin 


Lys 


Ser 


Leu 




298 






195 










200 










205 










300 


ggt 


ctg 


ctg 


cag 


acc 


gcg 


acc 


aaa 


cag 


gcg 


gag 


gcg 


gee 


gec 


ccg 


gtg 


672 


301 


Gly 


Leu 


Leu 


Gin 


Thr 


Ala 


Thr 


Lys 


Gin 


Ala 


Glu 


Ala 


Ala 


Ala 


Pro 


Val 




302 




210 










215 










220 












304 


gtt 


ggc 


acc 


ccg 


aaa 


age 


cgc 


cgt 


ccg 


gaa 


ggt 


cgt 


gee 


tgg 


gcg 


caa 


720 


305 


Val 


Gly 


Thr 


Pro 


Lys 


Ser 


Arg 


Arg 


Pro 


Glu 


Gly 


Arg 


Ala 


Trp 


Ala 


Gin 




306 


225 










230 










235 










240 




308 


ccg 


ggt 


acc 


ate 


ate 


ctg 


age 


ggt 


cgt 


ccg 


gcg 


gtt 


gta 


ccg 


gat 


cgt 


768 


309 


Pro 


Gly 


Thr 


He 


He 


Leu 


Ser 


Gly 


Arg 


Pro 


Ala 


Val 


Val 


Pro 


Asp 


Arg 




310 








245 










250 










255 






312 


gaa 


gtg 


ctg 


tat 


caa 


gaa 


ttt 


etc 


gag 


gee 


tct 


aga 


gcg 


get 


etc 


att 


816 
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S " U £ - £ - - - «. «. I le 

i = a I = 5 a = = a * « 5 S = 5 

s - 5 S = K - 1 = E E £ £ £ £ 5 lii 

S = a 2 2 s S "5 * 5 = F 5 s = 5 SS 

- s s £ £ s 5 = 2 s s £ a s E g 

S ~ s s i - S E £ i S E £ Asp s 5 s 
I - E S - - E £ £ £ K 5 £ £ 5 2J = 

i e £ £ £ s a g s - - s gj 5 s a „ 

£ S E E £ £ £ ffi 5 £ £ !5 £ — 



1152 
1197 



390 

349 <210> SEQ ID NO: 11 395 

350 <211> LENGTH ; 396 

351 <212> TYPE: PRT 



352 <213> ORGANISM: Artificial <s a 

354 <220> FEATURE : * rtltlClal Sequence 

355 <223> OTHER INFORMATION • a™ ■ • ' 

s » r ™ ^ 

I™ } 5 " a r « a Ma ^ Tyr L yS Val 

363 Leu V al Leu Asp Pro Ser v»i „, „ 15 

3" , 20 P S " VS1 " a Oly Ph. G l y Ala T yr 

- 3, L f Ala „ ls Gly val pro ne ^ 3. ^ 

- - Ihr „ Gly Sla val Thr Tyr iftr « My t 

p - Asp Gly Gly Ma My ^ ua «, ^ ne 

ly «!« a . Val Al, Leu Ser S5 „ T hr « y 2 U „ al ,„ phe Jyr JO 
- ». Pjo He Glu M . „. - My Lm „ me 

- ^ Jj, L, s G 1 U L ys c,s Asp Leu Ala Sec Ala £ Ser sly 
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I 
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